. Homology models of E. coli DnaB and DnaC were constructed using MODELLER (1,2) as described in the legend of Figure 4 . The models were then fitted into the cryo-EM density of the BC complex (3). Most of DnaB is shown in light blue with residues 122-134 and 135-141 that correspond to the helical hairpins in orange, 187-196 (linker) 
. Using homology models of E. coli DnaB or DnaC alone and in the BC complex, the relative surface exposure of a sliding 5 amino acid segment of DnaB or DnaC was compared with hydrogen/deuterium exchange data. Surface exposure was calculated from the solventaccessible surface using the COOR SURF command in CHARMM with a 2 Å probe radius. Figure S1 and Figure S2 .
Supplementary Tables
b Compared with other peptides whose identities were established by amino acid sequence analysis by fragmentation and tandem mass spectrometry, this peptide was identified by comparing its experimental mass with its predicted mass.
c HDX data indicates that DnaB peptides carrying residues 85-91, 245-251 and 365-382 show very limited exchange rates, suggesting that they are buried. However, these segments are surface-exposed in the homology models of DnaB and the BC complex ( Figure S1 ). In contrast, peptides containing residues 158-162 and 161-165 display fast exchange kinetics indicating that this region is surface exposed, and show substantially reduced exchange kinetics only when DnaC is bound to DnaB (Figure 2A ). In the homology models, this region is buried. Considering that the H/D exchange experiments reflect the dynamic behavior of DnaB, DnaC, and the BC complex, we attribute these discrepancies to the homology model of BC complex that was derived from the X-ray crystallographic structures of the respective homologues, which may not strictly conform with their native structures.
d In the presence of ATP, DnaC peptides bearing residues 123-131 and 124-131 displayed moderate exchange rates, which were reduced in the BC complex ( Figure S5 ). Whereas these results suggest that these residues are only partially exposed in the absence of DnaB and become buried in the BC complex, they are surface-exposed in the homology models of DnaC and the BC complex. Likewise, DnaC peptides 44-50, 85-94, and 91-94 are surface-exposed in these models, but the limited exchange suggests that they are buried.
DnaB: NTD View
Figure S1 
